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Figure 1A 

1 CCAATAACAACCGGGGCGTTCACCTTCGGATTTAGC AAGGTTTTGAAAAACTATTTAGGT 6 0 

61 GCCCATAAAAGGTCCCCTTCAGGTACCGGTCCGAAATTCCGGGTCAACCCAGGGTCCGGA 120 

121 TCAATTAAGGGTCTGGGGGGTGGCCACCTGGCCAC.TTTGGAAAATTGCAAGCATTTCCAA 180 

181 GCTTCATCCGGCTCCAGGGTTGGCCTCTCCAAAAGGCAGGCGGCTTTTAAACGGGTTCCA 240 

2 41 ACAGAAAGGACCTCCCTTGGTCTCCTCAATTCCTGGCTGGAGTTTCTCTTCTCGTGTTGT 3 00 
301 GGAAGGATTCCAAACCCACACACACAGGACCCGCATCCTGGGTGATGAAGTC AGACACGC 360 

3 61 AGCAGCTGGGTGAGTGCTACGCTCAAGATAAGCATCTGTGCCATTGTGGGGACTCCCTGG 420 

421 GCTGCTCTGCACCCGGACACTTGCTCTGTCCCCGCCATGTAC AACGGGTCGTGCTGCCGC 480 
1 MYNGS|CR8 

481 ATCGAGGGGGAC ACC ATCTCCC AGGTGATGCCGCCGCTGCTCATTGTGGCCTTTGTGCTG 540 

9 IEGDTISQ VMPPLLIVAFVL 28 

541 GGCGCACTAGGCAATGGGGTCGCCCTGTGTGGTTTCTGCTTCCACATGAAGACCTGGAAG 600 

29 GALGNGVALCGF CFHMKTWK 48 

601 CCCAGCACTGTTTACCTTTTCAATTTGGCCGTGGCTGATTTCCTCCTTATGATCTGCCTG 660 

49 P S T VYL FN LAVADFLLMICL 68 

661 CCTTTTCGGACAGACTATTACCTCAGACGTAGACACTGGGCTTTTGGGGACATTCCCTGC 72 0 

69 P F RTDYYLRRRHWAFGDIP§ 88 

721 CGAGTGGGGCTCTTCACGTTGGCCATGAACAGGGCCGGGAGC ATCGTGTTCCTTACGGTG 7 80 

89 R VGLFTLAMNRAG S IV FLTV 108 

7 81 GTGGCTGCGGACAGGTATTTCAAAGTGGTCCACCCCCACCACGCGGTGAACACTATCTCC 84 0 

109 V A A DRYFKVVHPHHAVNTIS 128 

841 ACCCGGGTGGCGGCTGGCATCGTCTGCACCCTGTGGGCCCTGGTCATCCTGGGAACAGTG 900 

129 T R V AAGIVCTLWALVILGTV 148 

9 01 TATCTTTTGCTGGAGAACCATCTCTGCGTGCAAGAGACGGCCGTCTCCTGTGAGAGCTTC 960 

149 Y L L L ENHLCVQETAVSgESF 168 
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Figure IB 

961 ATCATGGAGTCGGCCAATGGCTGGCATGACATCATGTTCCAGCTGGAGTTCTTTATGCCC 102 0 
169 IMESANGWHD IMFOLEFFMP 188 



1021 CTCGGCATCATCTTATTTTGCTCCTTCAAGATTGTTTGGAGCCTGAGGCGGAGGC AGCAG 108 0 

189 LGI ILF ^SFKIVWSL R R R Q Q 208 

1081 CTGGCC AGAC AGGCTCGGATGAAGAAGGCGACCCGGTTCATC ATGGTGGTGGC AATTGTG 1140 

209 LARQARMKKATR FIMVVAIV 228 



1141 TTCATCACATGCTACCTGCCCAGCGTGTCTGCTAGACTCTATTTCCTCTGGACGGTGCCC 12 00 
229 FITCYLPSVSARLY F L W T V P 248 



12 01 TCGAGTGCCTGCGATCCCTCTGTCC ATGGGGCCCTGCACATAACCCTCAGCTTCACCTAC 12 60 

249 SSA@DPSVH GAL HI TLSFTY 268 

12 61 ATGAACAGCATGCTGGATCCCCTGGTGTATTATTTTTCAAGCCCCTCCTTTCCCAAATTC 132 0 

269 MNSMLDPLVYYF SSPSFPKF 288 



1321 TACAAC AAGCTC AAAATCTGCAGTCTGAAACCC AAGCAGCCAGGACACTC AAAAAC ACAA 13 8 0 
289 YNKLKICSLKPKQPGHSKTQ 308 



13 81 AGGCCGGAAGAGATGCCAATTTCGAACCTCGGTCGCAGGAGTTGCATCAGTGTGGCAAAA 144 0 
309 RPEEM P I SNLGRRSC I SVAK 328 



1441 GTTTCCAAAGCC AGTCTGATGGGC AATGGGATCCCC ACTTGTTGAGTGGC ACTGAACAAG 15 0 0 
329 VSKAS LMGNGI PTC 342 



1501 C AGAC C AAC AAC AC TG AGG AAG AT AGAGTGGTGAC TT AGAAT T AAC TCGTGCTAAGGGGT 1560 
1561 CGGGGGCTTTGAAAATGCCACCCCCCTTTCTTATTGCAAGACGGCTTCTCGCACATGAAC 162 0 
1621 TGCATCCTTCTCATTCTGTCGGAAATGAAATTCACACAACTATACCTTTTGGGGAGGTTC 1680 



1681 CAGTTGATTGAAGTGAGTTGGCTGCATTTTCTTATCTGATCACAATGGCAGGGGACAGAA 17 4 0 

1741 TGTGCATGGAGTGGAGC ATGTGTGTGTTGGGAGGGGGGCTAGGAACTGC ACAGCCCTTGT 18 0 0 

1801 GTAATTTTCGTTGTTTGTTTTTGTTTTGAGACAGAGTCTCACTCTGTGTCCCAGGCTGGA 18 6 0 

1861 GTGCAGTGGCACAGTCTCGGCTCACTGCAACCTCTGCCTCCCGGGTTCAAGCAATTCTCC 192 0 

1921 TGCCTCAGCCTCCCGAGTAGCTGGGATTAGAGGCGCCAGCCAACACACCCGGCTAATTTT 19 8 0 
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Figure 1C 

19 81 TGTATTTTTAGTAGAGACAGGGTTTTGCCATGTTGGCCAGGCTGGTCTCGAGCTCCTGAC 2 04 0 

2041 CTCAGGTGATCCGCCTGCCTTGGCCTCCCAAAGTGGTGGGATCACAGGCGTGAGCCACCG 2100 

2101 TGCCCGGCCTCCCCTGTGTC ATTTTAAATGGCTAAGTAAATGGGTATATGTGTTTGAATG 2160 

2161 GGGCATGTTCACTCTCTTAGGGGCTATGGGGC AGTTAGCAGC ATTTCCTATCCTCTGACC 222 0 

2221 TTAAATCATTCCTTATCTCAGAAAACAGAAACCGGGCTCAGTCAATCAATGCTTTATTTC 22 80 

22 81 AGGCCGAATGAGGCTCTTTAGATTGGGATCTATTGATCTATCAATTTTCATCTTTACATT 234 0 

2 341 TCTTTGTACATCTGTACATTTTGTCCAAATGTACATCTGTACGTCTGTCATCATTGTGAC 2 400 

2401 TTCCTGGTAGCCCAAGAAGAACAACAACAAAACAATCTGCTCTGACCTTCTTCAAATCTT 2 460 

2461 TGTATTTCAAAGAAGGTGCTGAGGGATCTGTTTCCTTGCCCTGGCTTCTCC AGTGGGATG 2 52 0 

2521 TGCTGAGTCC AATACAATTGCTTTTATAATTGCTTTTGAAAAAAAAAAAAAAAAAAAAAG 2 58 0 
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Figure 2A 
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Figure 2B 
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Figure 3 
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Figure 4 
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Figure 5. 



Protein 


SWISS- 
PROT ID 


Identities 


Similarities 


chicken P2Y purinoccptor 1 
(ATP RECEPTOR) protein 


P34996 


28.9% 


39.4% 


turkey P2Y purinoccptor 1 (ATP 
RECEPTOR) protein 


P49652 


28.9% 


39.4% 


bovine P2Y purinoccptor 1 (ATP 
RECEPTOR) protein 


P48042 


28.7% 


39.8% 


human P2Y purinoceptor 1 (ATP 
RECEPTOR) protein 


P47900 


28.7% 


39.5% 


rat P2Y purinoceptor 1 (ATP 
RECEPTOR) protein 


P49651 


28.7% 


39.8% 


human G protein-coupled 
receptor, HM74 protein 


P49019 


53.6% 


61.0% 


human G protein-coupled 
receptor, GPR3 1 protein 


000270 


33.0% 


43.6% 
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Figure 6 
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Figure 7 
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Figure 8 
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Figure 9 
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Figure 10 
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Figure 11 



Cho NFAT Gal 5 Control (Fluorescein vs. Bright Field) 
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Cho NFAT Gal 5 BMY27 (Fluorescent vs. Bright Field) 
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Figure 12 



a. Cho NFAT Gal 5 



b. Cho NFAT Gal5 + T/P 
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c. Cho NFAT Gal5 oG PC R- Intermediate d. Cho NFAT Gal5 oGPCR High 
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